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ERRATUM Open Access
Erratum to: Global DNA methylation
patterns in Barrett’s esophagus, dysplastic
Barrett’s, and esophageal adenocarcinoma
are associated with BMI, gender, and
tobacco use

Andrew M. Kaz1,2,3*, Chao-Jen Wong2, Vinay Varadan4, Joseph E. Willis5, Amitabh Chak4,6 and William M. Grady2,3
Erratum
Following publication of this article [1], it has come to
our attention that the following publication should have
acknowledged the DeGregorio Family Foundation and
the Price Family Foundation as providing funding for
the studies and for supporting the work.
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